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Summary. - The DNA of 10 strains of Rickettsia prowazekii, 5 strains
of Rickettsia typhi and 1 strain of Rickettsia canada was investigated
by restriction fragment iength polymorphism analysis. Interspecies
differences were characterized by a great number of noncomigra-
ting bands. Using the endonuclease Hindlll and Psi fragments
comigration as a quantitive criterion, genetic similarity coefficient
was calculated for the pair Rickentsia prowazekii/Rickettsia
typhi=32.0 %, for Rickettsia prowazekii/Rickettsia canada-22.7 %,
and for Rickettsia typhi/Rickettsia canada-23.5 %. Intraspecies diffe-
rences expressed are very subtle and concern 1-2 noncomigrating
fragments. The investigated strains of Rickettsia prowazekii and
Rickettsia typhi can be divided into 2 groups without any correlation
to the source and period of isolation, or to strain passage history.
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Introduction

Classical methods of species differentiation of pathogenic rickettsiae
(seroimmunologic parameters, antigenic and other biologic characteristics) are
practically non effective for intraspecies (strain) differentiation. Restriction
fragment length polymorphism (RFLP) of DNA in combination with the use of
molecular probes is believed to be very promising for this purpose (Regnery et
al., 1983-1986; Wood er al., 1984). During earlier RFLP analysis 6 strains of
Rickettsia prowazekii were investigated (Balayeva er al., 1989; Balayeva, 1989;
Rydkina ef al., 1990). Here we report on investigations of typhus group rickett-
siae, including 10 strains of R. prowazekii, 5 strains of R. typhiand 1 strain of R.
canada, using RFLP.
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for intraspecies strain differentiation, data found in literature concern only R.
prowazekii strains and show clear distinctions in strain E and Breinl DNA struc-
ture (Regnery et al.,, 1983; 1984; Wood et al., 1984). Other investigated R.
prowazekii strains are difficult to classify using currently available characteri-.
stics (Regnery et al., 1984; 1985). R. prowazekii strains, isolated from flying
squirrels, by our opinion, must be attributed to a specific group, not only
because of its DNA structure (Regnery et al., 1986), but because of its ecolo-
go-epidemiologic peculiarities. R. typhi strains were also divided into two
groups.

Strains of R. prowazekii and R. typhi were divided into groups without any
correlation to the source and period of isolation and strain passage history.
However, the limited number of investigated strains gives us only a few data
concerning possible connections of DNA structure with geographic points of
strain isolation.
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